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Here is a demonstration that DNA is written in code that generates the same amino-acid sequence independent of whether you use reading frame 1, reading frame 2 or 

reading frame 3. 

When you start reading the words of a book starting from the first letter, the book will contain a sequence of words forming a narrative. What I have discovered in DNA is 

that if the book of DNA is read starting from the second letter it contains the same words forming the same narrative as when it is read starting from the first letter, but the 

words are displaced in position - the meaning /function and order of the words remain the same - they are simply displaced. 

To achieve this effect, the author would need to be intelligent enough to write the same book in 3 different places simultaneously – using the same letters! 

The following amino acid sequence is from chromosome 5 chimpanzee (pan troglodytes) 

 

Lines 20-24  Frame 1 

 

 

Lines 20-24  Frame 2 

 

 

Lines 20-24  Frame 3 

 



 

What is remarkable is that even though the reading frame is shifted by 1 nucleotide each time, the codons code for the same amino-acids, or for amino-acids that serve the 

same function. 

We can align these sequences to see how close the fit is – 

KYLH RYLY KHVN FYTA VSIN MEISKPLC LZAWIYLHHCLDKHGYIYTAISINMK ISTPPS LZTWKYS HRHLCK HGNIYTAVPIN MEISTPPS VZTW 

E ISTLPS LQZWKYL HHHLYK HGNIYTAVSVN MEISAPPS VZTW KYLH HHLY KHGN IYNA VSIN MEISTPPC VZTW KYLH HHLY KHWN IYTP ISIN M 

Different reading frames produce sequences with either the same amino-acids, or with substitute amino-acids that have the same properties. And the sequences in one 

reading frame have positions in the DNA that are close to the same amino-acid sequences in another reading frame. 

This phenomenon is similar to the cyclic permutation of 666 + 666 + 666 found in Genesis 1 whereby no matter what digit is used as the starting point, the sum is always the 

same, even in reverse.  This is orders of magnitude more ingenious that writing an effective code in a single reading frame. By writing an effective code in 3 reading frames 

simultaneously, the author is ensuring that mutations will not cause failure of the production of critical amino-acids. 

It would take a super-computer to design a code like this. I dont think humans can do it. The best that the NWO can hope for is just to disrupt and smash the DNA – they 

wont be able to upgrade it in any way. 

 

  



What About Human Chromosomes ?   

 

Human chromosome 5 

Reading Frame 1 : Position : 187158 

 

Reading Frame 2 : Position : 187159 

 

Reading frame 3 : Position : 187158 

 

 



So different reading frames code for almost exactly the same sequence. The position of the sequences in each reading frame are close to one another, but displaced by 

about the same number of codons from each other.  

It is remarkable that the three different reading frames should generate almost identical amino-acid sequences. 

This phenomenon may not apply to the entire chromosome, but certainly is found in these select sequences of DNA, so perhaps it is used to protect vital sequences from 

mutations that cause deletions. 

 

  



Another example is from Human Y Chromosome :  

Reading Frame 1 : Position 7198 

 

 

Reading Frame 2 : Position 7198 

 



Reading Frame 3 : Position 7198 

 

You can see that this amino-acid sequence is maintained regardless of reading frame – so this must be an important protein.  

  



 

Here is an example where this triplicate coding is not present in the form of identical amino-acids, but might be present in the form of synonymous amino-acids, i.e. those 

that have similar chemical properties, or triplicate coding may be totally absent. 

Chimpanzee Chromosome 4 

Reading Frame 1 :  Position of sequence start : 11592 

 

Reading Frame 2 : Position of Sequence start : 11592 

 

  



Reading Frame 3 : Position of sequence start : 11592 

 

 

All of the sequences we have looked at so far are repeats, because they are easier to locate visually. 

 

 


